NCBI Sequence Viewer 



Page 1 of 5 



.a ■ ;■ a $ a e grfifi^t © ^ & ^ ^ - © S e & w # ; ^ ;iP 



Entrez PubMed Nucleotide Protein Genome Structure PMC Taxonomy Boo 

Search | Protein Pj for) [ 111 Bill 

Limits Preview/Index History Clipboard Details 

PPIIP^I (default |J show: (20 lSe^to| | [File |J 

r— „„ frTTMT ^ „ . „ . BLink, Domains, 

□ 1: RWHU1B . Reports cell surface glyc...[gi:72063] Ljnks 



LOCUS RWHU1B 1153 aa linear PRI 31-DEC-2000 

DEFINITION cell surface glycoprotein CDllb precursor [validated] - human. 

ACCESSION RWHU1B 

VERSION RWHU1B GI: 72063 

DBSOURCE pir: locus RWHU1B; 

summary: #length' 1153 #molecular-weight 127306 #checksum 5196 

genetic: #gene GDB : ITGAM; CR3A ##cross-ref erences GDB: 120599; 

OMIM: 120980 #map_position 1 6pll . 2-16pll . 2 fnote promoter contains a 

GATA motif and two Spl consensus binding sites 

superfamily: cell surface glycoprotein CDllb; von Willebrand factor 
type A repeat homology 

PIR dates: 31-Dec-1992 #sequence_revision 31-Dec-1992 #text_change 
31-Dec-2000 
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Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
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1 (residues 1 to 1153) 

Pierce, M.W., Remold-0 ' Donnell , E . , Todd, R . F . Ill and Arnaout,M.A. 

N-terminal sequence of human leukocyte glycoprotein Mol: 

conservation across species and homology to platelet Ilb/IIIa 

Biochim. Biophys . Acta 874 (3), 368-371 (1986) 

87076671 

3539202 

2 (residues 1 to 1153) 

Arnaout , M. A. , Remold-0 1 Donnell , E . , Pierce, M.W., Harris, P. and 
Tenen, D.G. 

Molecular cloning of the alpha subunit of human and guinea pig 

leukocyte adhesion glycoprotein Mol: chromosomal localization and 

homology to the alpha subunits of integrins 

Proc. Natl. Acad. Sci . U.S.A. 85 (8), 2776-2780 (1988) 

88190151 

2833753 

3 (residues 1 to 1153) 

Arnaout, M. A. , Gupta, S.K., Pierce, M.W. and Tenen, D.G. 

Amino acid sequence of the alpha subunit of human leukocyte 

adhesion receptor Mol (complement receptor type 3) 

J. Cell Biol. 106 (6), 2153-2158 (1988) 

88257215 

2454931 
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Corbi,A.L., Kishimoto, T . K . , Miller, L.J. and Springer , T . A. 

The human leukocyte adhesion glycoprotein Mac-1 (complement 

receptor type 3, CDllb) alpha subunit . Cloning, primary structure, 

and relation to the integrins, von Willebrand factor and factor B 

J: Biol. Chem. 263 (25), 12403-12411 (1988) 

88315033 

2457584 



Ozols,J., Baker, D.M., Back, A. L. and 



Protein 



Region 



Region 



Region 



5 (residues 1 to 1153) 
Hicks tein, D. D . , Hickey, M. J. 
Roth, G.J. 

cDNA sequence for the alpha M subunit of the human neutrophil 

adherence receptor indicates homology to integrin alpha subunits 

Proc. Natl. Acad. Sci. U.S.A. 86 (1), 257-261 (1989) 

89098893 

2563162 

6 (residues 1 to 1153) 
Shelley, C.S. and Arnaout,M.A. 

The promoter of the CDllb gene directs myeloid-specif ic and 
developmentally regulated expression 

Proc. Natl. Acad. Sci. U.S.A. 88 (23), 10525-10529 (1991) 

92073318 

1683702 

7 (residues 1 to 1153) 

Pahl,H.L., Rosmarin, A.G. and Tenen,D.G. 

Characterization of the myeloid-specif ic CDllb promoter 

Blood 79 (4), 865-870 (1992) 

92144986 

1346576 

8 (residues 1 to 1153) 

Fleming, J. C. , Pahl,H.L., Gonzalez , D . A. , Smith, T. F. and Tenen,D.G. 

Structural analysis of the CDllb gene and phylogenetic analysis of 
the alpha-integrin gene family demonstrate remarkable conservation 
of genomic organization and suggest early diversification during 
evolution 

J. Immunol. 150 (2), 480-490 (1993) 

93123748 

8419480 

A common beta chain (CD18) forms a heterodimer with this chain to 
form Mac-1 on myeloid cells, with CDllc to form pl50, 95 on myeloid 
cells, and with CDlla to form LFA-1 on all leukocytes. 

Location/ Qualifiers 

1. .1153 

/organism="Homo sapiens" 
/db_*xref="taxon: 9606" 
1. . 1153 

/product="cell surface glycoprotein CDllb precursor t 
[validated] " 

/note="complement receptor type 3 alpha chain; leukocyte 
adhesion protein Mac-1 alpha chain; leukocyte 
differentiation antigen Mol alpha chain; leukocyte 
glycoprotein alpha chain (Mol) ; leukocyte integrin alpha 
chain; neutrophil adherence receptor alphaM chain" 
1 . . 16 

/region_name^" domain" 
/note="signal sequence" 
17. .1153 

/region_name="product " 

/note="cell surface glycoprotein CDllb" 
17. . 1108 

/region_name= "domain" 
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/note- "extracellular" 
Site 86 

/ si te_type= "binding" 

/note="carbohydrate (Asn) (covalent) " 
Region 148 . . 318 

/ r e g i on_name = " doma i n " 

/note="von Willebrand factor type A repeat homology ilabel 
VWA2 " 

Region 149. .324 

/region_name="Integrins are a class of adhesion receptors 
that link the extracellular matrix to the cytoskeleton and 
cooperate with growth factor receptors to promote celll 
survival, cell cycle progression and cell migration" 
/note=="vWA_integrins_alpha_s'ubunit " 
/db_xre f = "CDD : 27955 " 

Site 240 

/ sit e_type= "binding" 

/note="carbohydrate (Asn) (covalent) " 
Site 391 

/si'te_t ype= "binding" 

/note="carbohydrate (Asn) (covalent) " 
Region 453. .505 

/region__name="Integrin alpha (beta-propellor repeats)" 

/note="Int_alpha" 

/ db_x ref="CDD: 7316 " 
Region 465 . . 473 

/region_name=" region" 

/not e=" calcium/magnesium binding" 
Site 469 

/site_type="binding" 

/note="carbohydrate (Asn) (covalent) " 
Region 517 . . 568 

/region_name="Integrin alpha (beta-propellor repeats)" 

/note="Int_alpha" 

/db_xref="CDD: 7316" 
Region 530.. 538 

/region_name=" region" 

/note="calcium/magnesium binding" 
Region 593.. 601 

/region_name=" region" 

/note="calcium/magnesium binding" 
Site 693 

/site_type="binding" 

/note="carbohydrate (Asn) (covalent) " 
Site 697 

/ si te_type= "binding" 

/note="carbohydrate (Asn) (covalent) " 
Site 735 

/site_t ype= "binding" 

/note-"carbohydrate (Asn) (covalent) " 
Site 802 

/si te_type= "binding" 

•/note="carbohydrate (Asn) (covalent) " 
Site 881 

/si te_type= "binding" 

/note="carbohydrate (Asn) (covalent)" 
Site 901 

/site_t ype-"binding" 

/note="carbohydrate (Asn) (covalent) " 
Site 912 
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/site_type="binding" 
/not e=" carbohydrate 
941 

/site_type= "binding" 
/not e=" carbohydrate 
947 

/site_type= "binding" 
/ not e=" carbohydrate 
979 

/site_type= "binding" 
/not e=" carbohydrate 
994 

/site_t ype= "binding" 
/not e=" carbohydrate 
1022 

/site_type="binding" 
/no te=" carbohydrate 
1045 

/site_type="binding" 
/not e^" carbohydrate 
1051 

/site_type="binding" 
/not e=" carbohydrate 
1076 

/site_type="binding" 
/note=" carbohydrate 
1109. .1134 

/region_name=" domain 
/not e= "transmembrane 
1135. .1153 

/ r e g i o n__name = " doma i n 
/note=" intracellular 
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mmseggppga 
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ltlchgfnld 
gscepirlqv 
rqqpqkfpea 
qyseef rihf 
kilvvitdge 
hvfqvnnf ea 
sydwaggvf 1 
lvamf rqntg 
vsvcplprgq 
gavylf hgts 
lllrsqpvlr 
iqsvvtydla 
vlrlnf slvg 
dclvvggpre 
asstevsgal 
tnktef qlel 
vf lvpvrlnq 
iqcdipf f gi 
rsqtetkvep 
epq 



tenamtfqen 
pveavnmslg 
lrgcpqedsd 
tf kef qnnpn 
kf gdplgyed 
lktiqnqlre 
ytskekstf i 
mwesnanvkg 
rarwqcdavl 
gsgispshsq 
vkaimefnpr 
ldsgrphsra 
tplsaf gnlr 
fnvtvtvrnd 
kstscsinhp 
pvkyavymvv 
tviwdrpqvt 
qeef natlkg 
f evpnplpli 



argf gqsvvq 
lslaattspp 
iaf lidgsgs 
prslvkpitq 
vipeadregv 
kif aiegtqt 
nmtrvdsdmn 
tqigayf gas 
ygeqgqpwgr 
riagsklspr 
evarnvf ecn 
vfnetknstr 
pvlaedaqrl 
gedsyrtqvt 
ifpensevtf 
tshgvstkyl 
f senlsstch 
nlsfdwyikt 
vgssvgglll 



lqgsrvvvga 
qllacgptvh 
iiphdf rrmk 
llgrthtatg 
iryvigvgda 
gssssf ehem 
daylgyaaai 
Icsvdvdsng 
f gaaltvlgd 
lqyf gqslsg 
dqvvkgkeag 
rqtqvlgltq 
f talfpf ekn 
fffpldlsyr 
nit f dvdska 
nf tasentsr 
tkerlpshsd 
shnhllivst 
lalitaalyk 



pqeivaanqr 
qtcsentyvk 
ef vstvmeql 
irkvvrelf n 
f rseksrqel 
sqegf saait 
ilrnrvqslv 
stdlvligap 
vngdkltdva 
gqdltmdglv 
evrvclhvqk 
tcetlklqlp 
cgndnicqdd 
kvstlqnqrs 
slgnklllka 
vmqhqyqvsn 
f laelrkapv 
aeilf ndsvf 
Igf f krqykd 
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